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nitrate reductase, 175 
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E. coli, 904 
dnaA suppressors 
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Electron transport 

aerotaxis, 990 
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Elongation factor G 
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lipid metabolism, 889 
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Endonuclease 

S. aureofaciens, 873 
Enterotoxin activity, heat-stable 
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E. coli, 722 
Enterotoxin genes 
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E. coli, 850 
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Enterotoxin production 

E. coli, 97 


Erwinia spp. 
plasmid detection and isolation procedure, 1365 
Escherichia coli 

adenosine triphosphate complex, F, portion, 200 
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p-alanine carboxypeptidase and peptidoglycan 
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enterotoxin activity, heat-stable, 722 

enterotoxin genes, 850 

enterotoxin production, 97 

enzymes II, 391 
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exuR gene product, 211 

FecA protein, 156 

ferric citrate transport, 156 

fimbriae, type 1, 620 

flagellar structures, incomplete, 1036 

fla mutants, 1036 

formate dehydrogenases, selenium-containing, 1317 

furaziocillin, 632 

B-galactosidase synthesis, 641 

globomycin, 657 

groE gene product, 513 

growth, 1091 

growth inhibition, 1031 

heat-labile enterotoxin genes, 850 

hexuronate system genes, 181, 211 

hydrophobic, photolabile probe binding, 341 

intracellular pH, 1196 

K88ac adherence antigen, 920 

kasugamycin resistance gene, 914 

ksgB, 914 

ksgD, 914 

lipid synthesis, 472 

deletion mutations, 654 

membrane, outer, 1386, 1397 

membrane potential, 341 

mercury resistance, 97 
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mismatch correction, 644 
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murein lipoprotein, 657 

murein synthesis, 333 

nucleoid repair, 1456 

OmpC, 88 

OmpF, 88 

OmpF protein, 1085 

oriC-dependent duplex DNA replication, 974 

outer membrane permeability, 1397 

outer membrane protein FecA, 156 

outer membrane proteins, 88 

outer membrane release, 1386 

oxa gene transposition, 808 

penG cloned in, 422 

penicillin-binding protein 3, 333 

penicillin-binding protein 2, 398 

penicillin-binding proteins, 632, 1293 
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phage M13 oriC replication, 974 
phage A-P22 hybrid, 1113 
phage T7 (alkylated) infection, 573 
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phoS24(Am), 1249 
phoS and phoT mutants, 1432 
phosphate-specific transport mutants, 1249 
phosphatidylglycerol synthesis, 113 
phoT35, 1249 
plasmid ColE1, homology with p15A, 1305 
plasmid p15A, homology with ColE1, 1305 
plasmid pCG86, 97 
plasmid pHly152, 233 
plasmid RP1, 713 
ppGpp synthesis, 429 
protein A, 513 
protein B56.5, 513 
pst-2, 1249 
RecE pathway of genetic recombination, 521 
rel defect, 641 
ribosomal protein synthesis in mutant, 1445 
rifampin resistance mutations, 1334 
RP1-Hfr strain formation, 713 
rpoB mutations, 1334 
septal murein synthesis, 333 
sfrA and sfrB products, 840 
streptomycin resistance, 97 
succinic semialdehyde dehydrogenases, 1425 
sulfonamide resistance, 97 
suppressor efficiency, 704 
temperature-sensitive suppression of amber muta- 
tions, 459 
tetracycline accumulation, 1417 
tetracycline resistance, 97, 1110 
thermal damage to nucleoid, 1456 
threonine as carbon source, 1150 
threonine deaminase, 1031 
TOL genes xy/B and xylE, 1137 
tox, 850 
transcriptional control factors, 840 
transcription termination, 1334 
transformation, 780 
transphosphorylation, 391 
trg, 43 
Tris modification of membrane permeability, 1397 
tRNA$" Su*2 mutants, 704 
tryptophan operon attenuator, 1334 
uncB, 200 
uncE, 200 
uncF, 200 
uracil-containing DNA, 687 
uxu operon, 211 
uxuR gene product, 211 
xylB, 1137 
xylE, 1137 
Escherichia spp. 
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H. influenzae transformation, 1189 
recombination, 1189 
exu genes 
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E. coli, 181 
exuR gene product 
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uxu operon regulation, 211 


FecA protein 
E. coli, 156 
ferric citrate transport, 156 
Ferric citrate transport 
E. coli, 156 
outer membrane protein FecA, 156 
Fimbriae, type 1 
cAMP, 620 
E. coli, 620 
Flagella 
passive rotation on paralyzed S. typhimurium (rot) 
mutants, 1082 
Flagellar structures, incomplete 
E. coli mutants, 1036 
fla mutants 
E. coli, 1036 
5-Fluorouracil resistance 
carbamyl aspartate, 1095 
S. typhimurium, 1095 
ubiquinone biosynthesis, 1095 
Formate dehydrogenases 
E. coli, 1317 
resolution, 1317 
selenium containing, 1317 
Fructose-bisphosphatase 
B. subtilis mutant, 760 
fdpAl, 760 
p-Fructose dehydrogenase 
G. industrius, 814 
Furazlocillin 
E. coli, 632 
penicillin-binding protein, 632 


8-Galactosidase synthesis 
E. coli, 641 
rel defect, 641 
Genome size 
M. xanthus, 1257 
quantitation of individual restriction fragments, 
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renaturation analysis, 1257 
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gin-1b mutation 
N. crassa, 884 
nitrogen metabolite repression, 884 
Globomycin 


fi : 

fdpAl 

B. subtilis, 760 
fructose-bisphosphatase, 760 

¥. 


VoL. 145, 1981 


E. coli, 654, 657 
ipp deletion mutations, 654 
murein lipopretein, 657 


p-fructose dehydrogenase, 814 
Glucose 
a-glucan degradation, 171 
P. circinatus, 171 
Glutamate dehydrogenase, ammonium-inducible 
C. sorokiniana, 1266 
inactivation, 1266 
turnover during induction, 1266 
Glutamine 
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philic 
B. coagulans, 503 
sequence homology in amino-terminal and active- 
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Glyoxyk ie bypass enzymes 
Yersinia species, 452 
groE gene product 
E. coli, 513 
Group A streptococcal bacteriophage lysin, 696 
Growth 
2-amino-5-ethoxycarbonylpyrimidine-4(3H)-one, 


dual-parameter flow cytophotometry, 1091 
E. coli, 1031, 1091 
threonine deaminase, 1031 
Growth energetics 
D. vulgaris, 191 
Guanosine 5’-diphosphate 3’-diphosphate 


elongation factor G, 429 

Guanosine 3’,5’-polyphosphate synthetases 
B. stearothermophilus, 68 

Guanosine tetraphosphate accumulation 
C. crescentus, 1463 


Haemophilus influenzae 
DNA entry, 1189 
EDTA, 1189 
membrane of encapsulated strain, 596 
recombination, 1189 
transformation, 1099, 1189 
Haemophilus parainfluenzae 
adhesion, 1075 
pili, 1075 
Halichondria panicea 
lectin, 548 
symbiosis with P. insolite, 548 
Halobacteria 
genetic variability, 375 
plasmids, 369 
Heat-labile enterotoxin genes 
DNA sequences, repeated, 850 
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E. coli, 850 
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Bacteroides species, 466 
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lipopolysaccharide, 138 

R. tenue, 138 
Heterozygosity 

C. albicans, 896 
Hexuronate system genes 

E. coli, 181, 211 

exu region, 181 

exuR gene product, 211 

uxu operon, 211 

uxuR gene product, 211 
Histidase level 

P. aeruginosa, 1286 

P. putida, 1286 
Histoplasma capsulatum 

dimorphism, regulation by cAMP, 1452 
Homology between plasmids ColE1 and p15A, 1305 
hut genes 

K. aerogenes, 664 

S. typhimurium, 664 
Hydrogenase formation 

A. eutrophus, 1144 

nickel requirement, 1144 
Hydrophobic, photolabile probe binding 

E. coli, 341 

membrane potential, 341 
Hyphae 

C. laurentii, 1410 

septal complex, 1410 
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S. typhimurium, 984 
Inclusions containing Chlamydia psittaci, 605 
Inner membrane 


H. influenzae, encapsulated, 596 
Inosine 


B. subtilis sporulation, 489 
Isocitrate lyase 
Yersinia species, 452 


K88ac adherence antigen 
E. coli, 920 
identification and cloning, 920 
Kasugamycin resistance gene 
E. coli, 914 
ksgD, 914 
Killer character 
K. lactis, 382 
id associated, 382 
Klebsiella aerogenes 
aromatic amino acid aminotransferase, 266 
aromatic amino acid regulation, 257 
hut genes, 664 
tryptophan metabolism, 257 
Klebsiella pneumoniae 
molybdenum accumulation and storage, 743 
nif-lac fusions, 348 
nif regulation, 1116 
nitrogenase synthesis, 1116 
nitrogen fixation, 348 
Klebsiella sp. strain CT-1 
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S. typhimurium, 657 
a-Glucan degradation 
glucose, 171 
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B. subtilis, 768 
nitrogen metabolism enzymes, 768 
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B. subtilis, 1079 
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lactose transport, 1459 
Kluyveromyces lactis 
linear DNA plasmids, 382 


E. coli, 914 
Kynurenine hydroxylase 
S. cerevisiae mitochondria, 1325 


lac operon 
E. coli, 410 
relA* gene, 410 
B-Lactamase gene (penG) 
cloning in E. coli and B. subtilis, 422 
Lactobacillus plantarum 
manganese, 442 
oxygen toxicity, 442 
Lactose transport 
Klebsiella sp. strain CT-1, 1459 
Lectin 
symbiotic relationship between bacteria and 
sponges, 548 
Lectin binding 
polysaccharide, 1063 
R. japonicum, 1063 
Leucine incorporation 
B. thetaiotaomicron, 8 
phospholipid, 8 
L-form 
B. subtilis, 651 
growth parameters in batch culture, 651 
Linear deoxyribonucleic acid plasmids 
K. lactis, 382 
Lipid metabolism 
A. vinelandii encystment, 889 
Lipid synthesis 
E. coli cell cycle, 472 
Lipopolysaccharide 
heptose region, 138 
R. tenue, 138 
Liquid holding recovery 
B. fragilis, 1 
oxygen effect, 1 
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E. coli, 654 

Lysin 
phage A25 virulent for group A streptococci, 696 
Streptococcus group C phage lysin, 661 
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Malate synthase 
Yersinia species, 452 
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L. plantarum, 442 
oxygen toxicity, 442 
Mannitol enzyme II 
S. typhimurium, 1106 
M. barkeri, 27 
Membrane 
E. coli, 1293 
penicillin-binding proteins, 1293 


phospholipid transfer, 1154 

R. sphaeroides, 1154 
Membrane, inner 

H. influenzae, encapsulated, 596 
Membrane, outer 

citrate-Tris-mediated release, 1386 

E. coli 08, 1386, 1397 

H. influenzae, encapsulated, 596 

Tris modification of permeability, 1397 
Membrane fluidity 
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Membrane fractions 


R. capsulata grown chemotrophically and photo- 


trophically, 1121 
Membrane potential 
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streptomycin, 417 
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Menaquinone biosynthesis 
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B. subtilis, 321, 328 

menaquinone biosynthesis, 321 
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coenzyme M derivatives, 27 
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nitrogenase activation, 248 
Molybdenum accumulation and storage 
A. vinelandii, 743 
K. pneumoniae, 743 
mot mutants 
S. typhimurium, 1082 
Mucor rouxii 
cell wall synthesis, 272 
Multicopy extragenic suppressors of dnaA mutations 
E. coli, 861 
Murein lipoprotein 
E. coli, 657 
globomycin, 657 
S. typhimurium, 657 
Murein synthesis 
E. coli, 333 
penicillin-binding protein, 333 
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cell volume regulation, 1299 
proton motive force across membrane, 1299 
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genome size, 1257 
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restriction endonuclease production, 788 
steroid hormones, 946 
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L-cysteine oxidase, 280 
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gin-1b mutation, 884 
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polyamine synthesis, 14 
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NH,* 
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R. rubrum, 824 
Nickel requirement 
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hydrogenase formation, 1144 
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Nicotinamide adenine dinucleotide pyrophosphatase 
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Nitrate reductase 
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A. nidulans, 175 
Nostoc sp. strain 6719, 175 
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molybdate, 248 
Nitrogenase activity 
NH," , 824 
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B. subtilis, 768 
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N. crassa, 884 
Nostoc sp. strain 6719 
nitrate reductase, 175 
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B. subtilis, 1177 
DNA fragment assimilation, 1177 
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E. coii, 1456 
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H. influenzae, encapsulated, 596 
Tris modification of permeability, 1397 
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OmpC, 88 
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P. aeruginosa, 628 
peptidoglycan associated, 628 
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transposition, 808 
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manganese, 442 
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Penicillin-binding protein 
E. coli, 333, 632 
furazlociliin, 632 
septal murein synthesis, 333 
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E. coli, 398 
Penicillin-binding proteins 
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corynebacteria, 775 
S. ruminantium, 122 
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carbohydrate, 1167 

ColB2, 1167 

EDP208, 1167 

phosphate, 1167 
Plasmid ColE1 

E. coli, 1305 

homology with p15A, 1305 
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Plasmid pAB124 

tetracycline accumulation in B. subtilis and E. coli, 
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streptococci groups C and G, 1102 
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functional organization, 1310 
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chloramphenicol acetyltransferase gene, cloning of, 


1162 
genes isolated from a charon 4A library, 430 
gerE36, 1106 
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germination of spore coat-defective mutant, 1106 
glutamate dehydrogenase, 997 
GTP concentration, 605 
NAD(P)* transhydrogenase, 997 
nitrogen metabolism, 997 
nutritional changes, 605 
phosphate concentration, 819 
phosphate supply, 867 
plasmid pPL603, 1162 
plasmids, 1091 
proteins from spores, 972 
restriction fragments that promote expression of a 
gene, 1162 
spo0B, cloning of, 494 
spores, 972 
sporulation, 605, 819 
tRNA™, 819 
Bacillus thuringiensis subsp. galleria 
plasmid pBC16, 7 
transformation of protoplasts, 7 
Bacterial genes cloned on a bacteriophage lambda 
vector 
uvrC(Am) mutants, 713 
Bacteriophage lambda 
E. coli, 1046 
secondary attachment site in thr attenuator, 1046 
Bacteriophage lambda vector 
bacterial genes cloned on, 713 
Bacteriophage Mu 
musAl, 914 
musA2, 914 
mutation conferring sensitivity to, 914 
S. typhimurium, 914 
Bacteriophage transposon Mu d/ 
psi gene orientation in E. coli, 93 
Bacteroides fragilis 
plasmid pBY1, 121 
plasmid pBY2, 121 
Bacteroides thetaiotaomicron 
generation time, 853 
growth in carbohydrate-limited continuous culture, 
853 


ban protein 
E. coli, 321 
suppression of dnaC mutants, 321 
Bdellovibrio bacteriovorus 
pyrimidine metabolism, 108 
Blue ghosts 
method for isolating amber mutants defective in 
essential genes of E. coli, 422 


Calcium-induced pores 
E. coli outer membrane, 10 
maltose transport, 10 
Calcium limitation 
A. vinelandii competence, 33 
Calcium treatment 
DNA entry into cells, 435 
E. coli, 435 
Candida albicans 
parasexual genetic analysis, 833 
spheroplast fusion, 833 
y-Carboxymuconolactone decarboxylases 
A. calcoaceticus, 233 
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A. vinelandii, 233 
evolutionary relationships, 233 
P. putida, 233 
Catabolic mutants 
Pseudomonas spp., 920 
Cations 
S. typhimurium membrane fractions, 542 
Caulobacter crescentus 
periodic surface array, 1135 
Cell division 
E. coli, 128 
RNase E, 128 
Cell wall 
Micromonospora spp., 527 
Cell wall metabolism 
B. subtilis, 867, 877 
limitation switch, 867 
phosphate supply, 867 
polymer accumulation, 877 
Cell wall polymers 
B. subtilis, 877 
Cell wall proteins 
A. serpens, 1083 
Cerulenin 
autolytic activity, 590 
lipid metabolism, 590 
S. faecalis protein synthesis, inhibition of, 590 
Chaotropic agents 
E. coli lysis, 331 
Charon 4A library 
B. subtilis genes, 430 
Chemotaxis 
E. coli, 902 
L-proline, 902 
Chitin-plus-chitosan synthesis 
M. racemosus, 945 
Chlamydia spp. 
envelope protein, 426 
Chloramphenicol acetyltransferase gene 
B. subtilis, 1162 
cloning of restriction fragments that promote 
expression, 1162 
Chloramphenicol resistance 
P. aeruginosa, 141 
transposon Tn200/, 141 
Chlorella sorokiniana 
glutamate dehydrogenase, am 
571, 578 
mRNA, 578 
3-Chlorobenzoate degradation 
plasmid pAC25, 639 
P. putida, 639 
4-Chlorophenylacetic acid degradation 
Pseudomonas species, 64 
Cholesterol 
E. coli, 1151 
membrane fluidity, 1151 
Chromophore 
streptococci, 1075 
Chromosome structure 
E. coli, UV-killed, 18 
gyrB mutations, 18 
Citric acid cycle enzymes 
B. subtilis, 337 
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guanine nucleotide deprivation, 337 
sporulation initiation, 337 
Cloacin DF 13 synthesis 
E. coli, 41 
mitomycin C induction, 41 
Cloning 
chloramphenicol acetyltransferase gene, 1162 
phoA, 660, 668 
pho-1003(Bin) phoA * , 660 
restriction fragments that promote expression of a 
gene in B. subtilis, 1162 
Cointegrate formation 
S. typhimurium phage type 201 strains, 444 
Colicin M 
E. coli, 54 
structure and functional properties, 54 
Colicins 
E. coli mutations to tolerance and resistance, 506 
Competence 
A. vinelandii, calci 
Corrinoid antagonists 
methanogen metabolism, 133 
Coxiella burnetii 
translation, 808 
Cyclic adenosine 3’,5’-monophosphate 
E. coli, 149 
galactose operon expression, 149 
Cytochrome pigments 
Acholeplasma spp., 907 
Mycoplasma spp., 907 


limited, 33 


Deoxyribonucleic acid 
entry into Ca**-treated E. coli cells, 435 


Deoxyribonucleic acid-binding factor 
S. sanguis transformation, 1 
Deoxyribonucleic acid-dependent adenosine triphos- 
phatases 
B. subtilis, 305 
Deoxyribonucleic acid polymerase I 
DNA repair patch length, 275 
E. coli, 275 
Deoxyribonucleic acid repair 
S. cerevisiae, 285 
Deoxyribonucleic acid repair patch length 
DNA polymerase I, 275 
E. coli, 275 
Deoxyribonucleic acid replication 
S. griseus plasmid, 412 
Diethylstilbestroi 
S. aureus ATPase, 385 
2,3-Dihydroxybenzoate catabolism 
T. cutaneum, 291 
dnaB125 
E. coli, 1170 
nonsense mutation, 1170 
dnaB252 
E. coli, 418 
suppression by elevated dnaC* gene dosage, 418 
dnaC alleles 
E. coli, 321 
suppression by dnaB analog (ban protein) of phage 
P1, 321 


Endocarditis 


streptococci, 1075 
Energy charge 
A. laidlawii, 1055 
Enterotoxin B subunit 
precursor, synthesis of, 325 
Envelope protein 
A. vinelandii, 398 
Chlamydia spp., 426 
Escherichia coli 
acetylmaltose formation and excretion, 725 
adenosine 3’-phosphate 5’-phosphosulfate reduc- 
tase, 1059 
aikaline phosphatase, 668 
alkaline phosphatase, multiple forms of, 453 
alkaline phosphatase gene, 660 
antibiotic resistance genes expressed in S. lividans, 
360 
antimony(III) resistance, 983 
aralI* mutation, 1098 
argE activation, 415 
arsenate resistance, 983 
arsenite resistance, 983 
blue ghosts, a method for isolating amber mutants 
defective in essential genes, 422 
calcium-induced pores in outer membranes, 10 
calcium treatment, 435 
cAMP, 149 
chaotropic agents, 331 
chemotaxis to L-proline, 902 
cholesterol-induced changes in membrane fluidity, 
1151 
chromosome structure, 18 
cloacin DF13 synthesis, 41 
cofactor for adenosine 3’-phosphate 5’-phosphosul- 
fate reductase as glutaredoxin, 1059 
colicin M, 54 
colicins, 506 
diauxic growth, 1030 
dnaB125, 1170 
dnaB252 suppression, 418 
dnaC alleles, suppression by ban protein, 321 
DNA entry into Ca’*-treated cells, 435 
DNA polymerase I, 275 
DNA repair patch length, 275 
ethanol, 331 
fatty acid composition, 1151 
ferrichrome transport, 1158 
filaments, 1117 
fla genes, two classes of, 823 
F-pilin pool in inner membrane, 251 
galactose operon expression 
cAMP role, 149 
glucose effects, 149 
glnA-ginG region, method to determine direction of 
transcription of and generate deletions in, 260 
glucose, 149 
glucose utilization, 1030 
glutamate dehydrogenase, 997 
glutaredoxin, 1059 
growth rate, 841 
gyrB mutations, 18 
heat-labile enterotoxin, 325 
ilvC* expression, 718 
ilvY mutations, 718 
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inducer exclusion, 1030 
inner membrane, 251, 1158 
IS3, 415 
kanamycin resistance, 85 
ksgB, mapping of, 409 
leucine-containing peptides, toxicity of, 676 
lpp from S. marcescens, 861 
lysis, 331 
lysyl-tRNA synthetase, 345 
malB mutants, 10 
maltose accumulation, 725 
maltose transport, 10 
melibiose utilization, 1030 
membrane, inner, 251, 1158 
membrane, outer, 1158 
membrane fluidity, 1151 
membrane protein stability, 476 
mitomycin C-induced cloacin DF 13 synthesis, 41 
mtc mutant, 1117 
NAD(P)* transhydrogenase, 997 
nitrate reductase, 352 
nitrogen metabolism, 997 
nutrient limitation, 841 
ordering of tryptophan synthase genes of P. aerugi- 
nosa, 102 
outer membrane, 10, 1158 
outer membrane protein, 804 
perA, 804 
pesticin, 506 
phage lambda attachment site in thr attenuator, 
1046 
phage transposon Mu d/, 93 
phenylalanyl-tRNA synthetase locus, 269 
pheT-pheS locus, gene organization around, 269 
phoA, cloning of, 660, 668 
pho-1003(Bin) phoA*, cloning of, 660 
phosphoenolpyruvate carboxylase, 200 
pilus 987P, 784 
plasmid pBY22, 121 
plasmid Rts1, 85 
plasmids, 983 
L-proline 
chemotaxis to, 902 
utilization, 895 
propionate metabolism, 1166 
protein a, 804 
proton motive force, 377 
prp mutants, 1166 
psi gene orientation, 93 
RNase E, 128 
RNA synthesis and conjugational transfer of chro- 
mosomal and plasmid DNA, 552 
sodium dodecyl sulfate-sensitive septation, 1117 
sulfate reduction, 1059 
transformation, 564, 841 
UV irradiation, 275 
UV killing, 18 
Ethanol 
E. coli lysis, 331 
Ethanol production 
end product formation, 192 
T. brockii, 192 
3-Ethyltoluene catabolism 
P. putida (arvilla) mt-2, 179 
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Fatty acid composition 

E. coli, 1151 

membrane fluidity, changes in, 1151 
Fatty acid perturbations 

M. pneumoniae, 1124 


E. coli mtc mutant, 1117 

sulfur metabolism, 1067 
Fimbriae 

Providencia spp., 404 
Fission yeast 

cell size mutants isolated by a new method, 746 

wee mutants, 746 
fla genes 

classes, 823 

E. coli, 823 
F-pilin pool 

E. coli inner membrane, 251 
Fruiting body formation 

M. xanthus, 312 

RNA synthesis, 312 


Galactose operon expression 
cAMP role, 149 
E. coli, 149 
glucose effects, 149 


B. subtilis spore coat-defective mutant, 1106 
gerE 36, 1106 
glnA-ginG 
E. coli, 260 
method to determine direction of transcription and 
generate deletions, 260 
Glucose 
E. coli, 149 
galactose operon expression, 149 
Glucose metabolism 
mannitol, 1020 
staphylococci, 1020 
Glucose utilization 
E. coli diauxic growth, 1030 
inducer exclusion, 1030 
Glutamate dehydrogenase, 
antigen, 571 
catalytic activity, 571 
C. sorokiniana, 571, 578 
enzyme subunits 
covalent modification, 578 
degradation, 578 
synthesis, 578 
mRNA, 578 
Glutamate dehydrogenase activity 
B. subtilis, 997 


Ferrichrome transport 
E. coli, 1158 
membrane, 1158 

F-factor functions 
rfaH, 535 
S. typhimurium, 535 

Filaments 
A. variabilis, 1067 

gerE36 
B. subtilis, 1106 

Germination 
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coregulation with NAD(P)* transhydrogenase activ- 


ity, 997 

E. coli, 997 

K. aerogenes, 997 

S. typhimurium, 997 
Glutamine synthetase 

K. aerogenes mutants, 740 

pseudomonads, 705 

regu'atory protein Py, 740 
Glutaredoxin 


adenosine 3’-phosphate 5’-phosphosulfate reduc- 


sulfate reduction, 1059 
Growth and generation times 

B. thetaiotaomicron, 853 
Growth rate 

E. coli, 841 

transformation, 841 
Guanine nucleotide deprivation 

B. subtilis, 337 

citric acid cycle enzymes, 337 
Guanosine 5’-triphosphate 

B. subtilis sporulation, 605 

nutritional changes, response to, 605 
gyrB mutations 

chromosome structure, 18 

E. coli, UV-killed, 18 


Haemophilus 

plasmid RSF0885 DNA uptake, 79 
Halogenated substrates 

Pseudomonas spp., 920 
Heat-labile enterotoxin 

E. coli, 325 

precursor to B subunit, 325 
Hemagglutinins 

Providencia spp, 404 
Heterocysts 

A. variabilis, 1067 

sulfur metabolism, 1067 
Histoplasma capsulatum 

phase transitions, 117 
Hydrogenases 

Anabaena sp. strain 7120, 209, 215 
Hydrogen uptake-deficient mutants 

R. japonicum, 614 


ilvuC* expression 

E. coli, 718 

ilvY mutations, 718 
ilvY 

E. coli, 718 
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iluvC*, 718 
Inducer exclusion 
E. coli diauxic growth, 1030 
glucose utilization, 1030 
Inner membrane 
E. coli, 251, 1158 
ferrichrome transport, 1158 
F-pilin pool, 251 
Insertion sequence IS3 
argE activation in E. coli, 415 


expression 
Acholeplasma spp., 222 
Mycoplasma spp., 222 


Kanamycin resistance 
E. coli, 85 
plasmid Rts1, 85 

Klebsiella aerogenes 
glutamate dehydrogenase, 997 
glutamine synthetase regulation, 740 
NAD(P)* transhydrogenase, 997 
nitrogen metabolism, 997 
regulatory protein Py, 740 
serine utilization, 647 

Klebsiella pneumoniae 
proton motive force, 377 

ksgB 
E. coli, 409 
mapping, 409 


Lactic acid bacteria 
manganese, 928 
O, tolerance, 928 
superoxide dismutase, 928 
Lactobacillus casei 
p-alanyl-lipoteichoic acid biosynthesis, 239 
Lactobacillus spp. 
manganese, 928 
O, tolerance, 928 
superoxide dismutase, 928 
E. coli, 676 
toxicity, 676 
Lipid control 
M. gallisepticum, 155 
Lipid metabolism 
cerulenin, 590 
S. faecalis protein synthesis, inhibition of, 590 
Lipopolysaccharide core 
rfaH, 535 
S. typhimurium, 535 
Lipoprotein gene 
expression in E. coli, 861 
S. marcescens, 861 
Lipoteichoic acid 
alanine ester substitution, 467 
autolysins, 467 
S. aureus, 467 
lpp 
expression in E. coli, 861 
S. marcescens, 861 
Luciferase inactivation 
V. harveyi, 1038 
Lysis 
chaotropic agents, 331 
E. coli, 331 
ethanol, 331 
S. mutans, 764 
Lysozyme-anion bacteriolysis 
peptidogiycan loss, 755 
S. mutans, 755, 764 
Lysyl-transfer ribonucleic acid synthetase 
E. coli, 345 
multiple forms, 345 


J. BACTERIOL. 
ae tase, 1059 

E. coli, 1059 


VoL. 146, 1981 
Macrolide, lincosamide, streptogramin type B resist- 


ance 
r-determinants that specify inducible resistance, 621 
Streptomyces spp., 621 
malB mutants 
E. coli, 10 
maltose transport, 10 
Maltose accumulation 
acetylmaltose, 725 
E. coli, 725 
Maltose transport 
calcium-induced pores, 10 
E. coli malB mutants, 10 
Manganese 
lactic acid bacteria, 928 
O, tolerance, 928 
Mannitol 
glucose metabolism, 1020 
staphylococci, 1020 
Melibiose utilization 
E. coli diauxic growth, 1030 
glucose utilization, 1030 
Membrane, inner 
E. coli, 251, 1158 
ferrichrome transport, 1158 
F-pilin pool, 251 
Membrane, outer 
ferrichrome transport, 1158 
E. coli, 1158 
Membrane fluidity 
cholesterol-induced changes, 1151 
E. coli, 1151 
fatty acid composition, 1151 
Membrane lipids 
M. gallisepticum, 155 
Membrane protein stability 
E. coli, 476 
Messenger ribonucleic acid 
C. sorokiniana, 578 
glutamate dehydrogenase, 


578 
Methanobacterium barkeri 
corrinoid antagonists, 133 
Methanobacterium formicicum 
corrinoid antagonists, 133 
Methanobacterium thermoautotrophicum 
corrinoid antagonists, 123 
Methionyl-transfer ribonucleic acid 
M. mycoides subsp. mycoides, 816 
Methylammonium ion transport 
A. vinelandii, 512 
Methyl--p-thic ctopyr 
mulation 
exclusion and expulsion mechanisms, 885 
S. lactis, 885 
Micrococcus varians 
enzyme complex synthesizing teichoic acid, 847 
teichoic acid synthesis, 847 
Micromonospora spp. 
cell wall, 527 
Mitochondrial adenosine triphosphatase 
mitochondrially synthesized subunits, 813 
S. cerevisiae, 813 
Mitomycin C 
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cloacin DF 13 synthesis, 41 
E. coli, 41 
mms3 
S. cerevisiae, 684 
UV mutagenesis, 684 
Mollicutes 
respiration-associated components, 907 
mic 
E. coli, 1117 
Mucor racemosus 
chitin-plus-chitosan synthesis, 945 
Mu-Mud1 dilysogens 
method to determine direction of transcription of 
and generate deletion in the E. coli ginA region, 
260 


musA 

phage Mu, 914 

S. typhimurium, 914 
Mycobacterium intracellulare 

plasmid DNA, 656 

translucent-to-opaque variation, 656 
Mycoplasma gallisepticum 

lipid control, 155 

membrane lipids, 155 
Mycoplasma mycoides subsp. mycoides 

met-tRNA, 816 
Mycoplasma pneumoniae 

fatty acid perturbations, 1124 
Mycoplasma spp. 

isoenzyme expression, 222 

respiration-associated components, 907 
myo-Inositol metabolism 

S. cerevisiae sporulation, 775 
Myxococcus xanthus 

fruiting body formation, 312 

RNA synthesis, 312 


NAD(P)* transhydrogenase activity 
B. subtilis, 997 
coregulation with glutamate dehydrogenase activ- 
ity, 997 
E. coli, 997 
K. aerogenes, 997 
S. typhimurium, 997 
NaF 
S. aureus ATPase, 385 
Neisseria meningitidis 
outer membrane proteins, 69 
Neurospora crassa 
amino acid entry, 163 
Nicotinamide adenine dinucleotide (phosphate) trans- 
hydrogenase activity 
B. subtilis, 907 
coregulation with glutamate dehydrogenase activ- 
ity, 997 
E. coli, 997 
K. aerogenes, 907 
S. typhimurium, 907 
Nitrate reductase 
E. coli, 352 
Nitrogen metabolism 
B. subtilis, 997 
E. coli, 997 
K. aerogenes, 997 
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S. typhimurium, 997 

transhydrogenase, 997 
Nitrogen source 

proton motive force 

E. coli, 377 
K. pneumoniae, 377 

N,N'-dicyclohexylcarbodiimide 

S. aureus ATPase, 385 
Nucleoid structure 

chilling, effects of, 798 

filtration, effects of, 798 

S. faecalis, 798 
5’-Nucleotidase 

V. costicola, 24 
Nutrient limitation 

E. coli, 841 

transformation, 841 
Nutritional changes 

B. subtilis sporulation, 605 

GTP concentration, 605 


Outer membrane 
calcium-induced pores, 10 
E. coli, 1158 
E. coli malB mutants, 10 
ferrichrome transport, 1158 
maltose transport, 10 

Outer membrane protein 
E. coli, 804 
five structural classes, 69 
N. meningitidis, 69 
perA, 804 


Parasexual cycle 
C. albicans, 833 
Peptidoglycan loss 
lysozyme-anion bacteriolysis, 755 
S. mutans, 755 
Peptidoglycan structure 
S. ruminantium, 49 
perA 
E. coli, 804 
outer membrane protein, 804 
protein a, 804 
Pesticin 
E. coli mutations to tolerance and resistance, 506 
Phase transitions 
H. capsulatum, 117 
L-Phenylalanine ammonia-lyase 
R. glutinis, 1013 
pheT-pheS locus 
E. coli, 269 
gene organization around, 269 


alkaline phosphatase, 660, 668 
cloning, 660 
cloning and restriction mapping, 668 
E. coli, 660, 668 

pho-1003(Bin) phoA* 
cloning, 660 
E. coli, 660 

Phosphate 
B. subtilis sporulation, 819 
tRNA™, 819 


vate carboxylase 
coregulator deficient, 200 
E. coli, 200 
Photosynthesis genes 
mobilization by a promiscuous plasmid, 1003 
plasmid pBLM2, 1003 
R. capsulata, 1003 
Pilus 987P 
E. coli, 784 
Plasmid deoxyribonucleic acid 
M. intraceliulare translucent-to-opaque variation, 


656 
Plasmid deoxyribonucleic acid replication 
S. griseus, 412 
Plasmid pAC25 
3-chlorobenzoate degradation, 
P. putida, 639 
Plasmid pBC16 
B. thuringiensis subsp. galleria protoplast transfor- 
mation, 7 
Plasmid pBLM2 
photosynthesis gene mobilization, 1003 
R. capsulata, 1003 
Plasmid pBY22 
B. fragilis, 12i 
stability in E. coli, 121 
Plasmid pSJ15 
prophage dVcA1, 632 
V. cholerae, 632 
Plasmid pVA736 
S. sanguis transformation, 826 
Plasmid pWwWO 
3-ethyltoluene catabolism, 179 
P. putida (arvilla) mt-2, 179 
pseudocumene catabolism, !79 
Plasmid RP4 
A. vinelandii transformation, 1154 
Plasmid RSF0885 
DNA uptake by Haemophilus, 79 
Plasmid RSF 1010 
A. vinelandii transformation, 1154 
Plasmid Rts1 
E. coli, 85 
location of region controlling the thermosensitive 
effect of Rts1, 85 
Plasmids 
antimony(III) resistance, 983 
arsenate resistance, 983 
arsenite resistance, 983 
B. subtilis, 1091 
E. coli, 983 
S. aureus, 983 
S. lactis cell aggregation and high-frequency con- 
jugation, 937 
S. typhimurium phage type 201 strains, 444 
Plasmids Ti 
A. tumefaciens, 484 
limited versus wide host range, 484 
Plasmid transformation 
linear molecules, 517 
open circular molecules, 517 
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plasmid pSJ15 (V. cholerae), 632 
Propionate metabolism 
E. coli, 1166 
prp, 1166 
Protein 
A. vinelandii envelope, 398 
Protein, cell wall 
A. serpens, 1083 
Protein, envelope 
Chlamydia spp., 426 
Protein a 
E. coli, 804 
perA, 804 
Proteins 
Bacilius spores, 965 
B. subtilis spores, 972 
Protein synthesis, inhibition of 
autolytic activity, 590 
cerulenin, 590 
lipid metabolism, 590 
S. faecalis, 590 
Proton motive force 
aerobiosis, 377 
E. coli, 377 
K. pneumoniae, 377 
nitrogen source, 377 
S. aureus, 369 
S. lactis, 369 
Providencia spp. 
fimbriae, 404 
hemagglutinins, 404 
prp mutants 
E. coli, 1166 
propionate metabolism, 1166 
Pseudocumene catabolism 
P. putida (arvilla) mt-2, 179 
TOL (pWWO) plasmid, 179 
Pseudomonas aeruginosa 
chloramphenicol resistance, 141 
pyocin AP41, 733 
transposon Tn200/, 141 
tryptophan synthase genes, ordering by cloning in 
E. coli, 102 
Pseudomonas putida 
y-carboxymuconolactone decarboxylase, 233 
3-chlorobenzoate degradation, 639 
plasmid pAC25, 639 
TOL plasmid mutants, 952 
Pseudomonas putida (arvilla) mt-2 
3-ethyltoluene catabolism, 179 
pseudocumene catabolism, 179 
TOL (pWWO) plasmid, 155 
Pseudomonas sp. 
4-chlorophenylacetic acid degradation, 64 
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Pseudomonas spp. 
catabolic mutants, 920 
glutamine synthetase, 705 
halogenated substrates, 920 


psi 
E. coli, 93 
orientation, 93 
Pyocin AP41 
P. aeruginosa, 733 
imidine dimer excision 
incision of UV-irradiated DNA in vivo, 692 


MLS resistance, inducible, 621 
Streptomyces spp., 621 
Regulatory protein 
glutamine synthetase regulation, 740 
K. aerogenes mutant, 740 
Resorcinol catabolism 
A. vinelandii, 460 
Respiration-associated components 
Acholeplasma spp., 907 
Mycoplasma spp., 907 
R-factor cointegrate formation 
S. typhimurium phage type 201 strains, 444 
rfaH 
F-factor functions, 535 
lipopolysaccharide core structure, 535 
S. typhimurium, 535 
Rhizobium japonicum 
hydrogen uptake-deficient mutants, 614 
Rhode di lat 


photosynthesis gene mobilization, 1003 
plasmid pBLM2, 1003 
di, 


Rhodop sphaeroides 
division, light-induced, 790 
genomic synchrony, 790 
Rhodotorula glutinis 
L-phenylalanine ammonia-lyase, 1013 
Ribonuclease E 
E. coli cell division, 128 
Ribonucleic acid, messenger 
C. sorokiniana, 578 
glutamate dehydrogenase, ium-ind 
578 
Ribonucleic acid synthesis 
conjugational transfer of chromosomal and plasmid 
DNA, 552 
E. coli, 552 
M. xanthus fruiting body formation, 312 
Rts1 replication region, 85 


ible, 


Saccharomyces cerevisiae 
incision of UV-irradiated DNA in vivo, 692 
mitochondrially synthesized ATPase subunits, 813 
mms3, 684 
myo-imsitol metabolism, 775 
postreplication repair, 285 
pyrimidine dimer excision, 692 
sporulation, 775 
UV irradiation, 285 
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Postreplication repair 
S. cerevisiae, 285 
L-Proline 
chemotaxis to, 902 i 
E. coli, 895, 902 
utilization, 895 
Prophage dVcAl 
S. cerevisiae, 692 i 
Pyrimidine metabolism 
B. bacteriovorus, 108 
r-determinants 
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UV mutagenesis, 684 
Salmonella typhimurium 
araE, 298 
cations interacting with membrane fractions, 542 
glutamate dehydrogenase, 997 
musA, 914 
NAD(P)* transhydrogenase, 997 
nitrogen metabolism, 997 
phage Mu, sensitivity to, 914 
plasmids, 444 
R-factor cointegrate formation in phage type 201 
strains, 444 
supX, 170 
UV-induced mutagenesis, 170 
Schizosaccharomyces pombe 
cell size mutants isoiated by a new method, 746 
wee mutants, 746 
Selenomonas ruminantium 
peptidoglycan structure, 49 
Serine utilization 
K. aerogenes, 647 
Serratia marcescens 
ipp gene expressed in E. coli, 861 
Sodium dodecyi sulfate-sensitive septation 
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